\ 



SEQUENCE LISTING 

Jy 

Brien, John S. 
<120 > METHODS FOR ALLEVIATING NEUROPATHIC PAIN 

<130> 07256/024001 

<140> 08/928,074 
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<150> 08/611,307 
<151> 1996-03-05 

<150> PCT/US97/04143 
<151> 1996-03-05 

<160> 25 

<170> Patentln Ver. 2.0 

<210> 1 
<211> 22 
<212> PRT 

<213> Artificial Sequence 



<220> 



<22 3> Description of Artificial Sequence: Artificial 
peptide sequence 



ZTllu Phe Leu val Lys Glu Val Th r Lys Leu Xle Asp Asn Asn Lys 

i 5 



10 



Thr Glu Lys Glu He Leu 
20 



<210> 2 
<2H> 14 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Description 

Peptide Sequence 



of Artificial Sequence: Artificial 



<220> 

<221> MOD_RES 

<M3> ^iL at position 2 is a D-enantiomer 

<400> 2 



Thr Ala Leu He Asp Asn Asn Aia Thr Glu 01« He Tyr 



1 



<210> 3 
<211> 12 
<212> PRT 

<213> Artificial Sequence 



lilt Artificial Peptide Sequence (A^ino acids 18-29 of 

saposin C) 

iTlle Asp Asn Asn Lys Thr Glu Lys Glu He Leu 
1 5 1 



<210> 4 
<211> 22 
<212> PRT 

<213> Artificial Sequence 



Hill Description of Artificial Sequence: Artificial 

Peptide Sequence (Mouse) 

% 0 H Phe val Met Asn Lys Phe Ser Glu Leu He Val Asn Asn Ala 

1 b 

Thr Glu Glu Leu Leu Tyr 
20 



<210> 5 
<2H> 21 
<212> PRT 

<213> Artificial Sequence 



: 2 2 2 2 0 3> Description of Artificial Sequence: Artificial 
Peptide Sequence (Rat) 

Leu Val Asn Arg Lys Leu Ser Glu Leu He He Asn Asn Ala 
1 5 10 



Thr Glu Glu Leu Leu 
20 



<210>, 6 



<211> 22 
<212> PRT 

<213> Artificial Sequence 



<M3> Description of Artificial Sequence: Artificial 
Peptide Sequence (Guinea Pig) 

C^Glu Tyr val Val Lys Lys Val Met Leu Leu He Asp Asn Asn Arg 
1 5 10 

Thr Glu Glu Lys He He 
20 



<210> 7 
<211> 22 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Peptide Sequence (Bovine) 

<400> 7 

Cys Glu Phe Val Val Lys Glu Val 
1 5 

Thr Glu Glu Glu He Leu 
20 



Sequence: Artificial 



Ala Lys Leu He Asp Asn Asn Arg 



<210> 8 
<211> 22 
<212> PRT 

<213> Artificial Sequence 
<220> 



<223> Description of Artificial Sequence: Artificial 
Peptide Sequence 



Cys°Glu Phe Leu Val Lys Glu Val Thr Lys Leu lie Asp Asp Asn Lys 

5 10 



1 



Thr Glu Lys Glu He Leu 
20 



<210> 9 
<211> 14 
<212> PRT 



<213> Artificial Sequence 



<„3> Description of Artificial Sequence: Artificial 
Peptide Sequence 



^lyl Leu lie Asp Asn Asp Lys Thr Glu Lys Glu He Leu 

C 10 

1 



<210> 10 
<211> 14 
<212> PRT 

<213> Artificial Sequence 

<2M> Description of Artificial Sequence: Artificial 
Peptide Sequence 



Thr°Lys°ser lie Asp Asn Asn Lys Thr Glu Lys Glu He Leu 



10 



<210> 11 
<211> 20 
<212> PRT 

<213> Artificial Sequence 



<220> 



<223> Description of Artificial Sequence: Artificial 
Peptide Sequence (hCNTF) 



^Va'Ays His Gin Gly Leu Asn Lys Asn lie Asn Leu Asp Ser Val 
1 5 10 

Asp Gly Val Pro 
20 



<210> 12 
<211> 15 
<212> PRT 

<213> Artificial Sequence 



<220> 



<223> Description of Artificial Sequence: Artificial 
Peptide Sequence (hIL-6) 



GiuMa'Leu Ala Glu Asn Asn Leu Asn Leu Pro Lys Met Ala Gly 



4 



10 15 



<210> 13 
<2H> 17 
<212> PRT 

<213> Artificial Sequence 

HZ Description of Artificial Sequence: Artificial 
Peptide Sequence (hIL-2) 

^"ln 3 Met He Leu A S n Oly He Asn Asn Tyr L ys Asn Pro X*. L eu 



1 

Thr 



<210> 14 
<2H> 12 
<212> PRT 

<213> Artificial Sequence 



5 10 



lllll Description of Artificial Sequence: Artificial 
Peptide Sequence (hIL-3) 



ne°Leu 4 Met Olu Asn Asn Leu Arg Arg Pro Asn Leu 



1 5 



<210> 15 
<211> 13 
<212> PRT 

<213> Artificial Sequence 



lilt Description of Artificial Sequence: Artificial 
Peptide Sequence (hILl -gamma) 



^Ty^Leu Arg Asn Asn Gin Leu Val Ala Gly Thr Leu 



1 5 



<210> 16 
<211> 17 
<212> PRT 

<213> Artificial Sequence 



D..«ipti« «ti£ici.i «ti£ici.i 

Peptide Sequence (hEPO) 

<400> 16 x Thr Val p r o Asp Thr Lys 

Ala Glu His Cys ser Leu Asn Glu Asn lie ^ 



1 



Val 



<210> 17 
<211> 18 
<212> PRT 

<213> Artificial Sequence 
<220> 



lilt Description of Artificial Sequence: Artificial 
Peptide Sequence 



^^Ala Gin Gly Glu Pro Phe Pro Asn Asn Val Glu L ys Leu Cys 



1 

Ala Pro 



<210> 18 
<211> 15 
<212> PRT 

<213> Artificial Sequence 



lilt Description of Artificial Sequence: Artificial 



Peptide Sequence (hIL-lbeta) 

<400> 18 
ie 
1 



;ne°Asn 8 L ys Xle Glu lie Asn Asn L ys L eu Glu Phe Glu Ser Ala 



5 10 



<210> 19 
<211> 17 
<212> PRT 

<213> Artificial Sequence 

<5«> Description of Artificial Sequence: Artificial 
Peptide Sequence (hONC-M) 

<400> 19 



5° 



. Tl „ Tvr Cvs Met Ala Gin Leu 
Arg Pro Asn He Gly Leu Arg Asn Asn lie Tyr Cys H ^ 

1 5 



Leu 



<210> 20 
<211> 18 
<212> PRT 

<213> Artificial Sequence 

tit Description of Artificial Sequence: Artificial 

Peptide Sequence 

;"°Ly 2 s° Gl u val Thr Lys Leu He Asp Asn Asn Lys Tnr Glu Lys Glu 

1 5 
He Leu 



<210> 21 
<211> 66 
<212> DNA 

<213> Artificial Sequence 

lilt Description of Artificial Sequence: Artificial 

Nucleic Acid Sequence 

<220> 
<221> CDS 
<222> (1) - * (66) 

<400> 21 . tt qac aac aac aag 

s e z 2 s s s e s 2 = ■« - - - 

1 5 ' 10 

act gag aaa gaa ata etc 
Thr Glu Lys Glu He Leu 
20 



<210> 22 
<2H> 2749 
<212> DNA 

<213> Homo sapiens 
<220> 



51 



<221> CDS 

<222> (1) • • (1572) 



<4 ° 0> " rta ttc etc ctg gec age etc etg ggc gcg get eta gee 48 
S £ Ala Leu £ Leu L 9 u La i Leu Leu Gly Ala -a Leu Ala 



1 5 



15 2 S 2 S' 2 2 K 5 £ 5 S 2 E £ 5 



96 



20 25 



5 = 2 s 2 s s 2 s 5 s s s 2 = s ~ 



35 40 



2 s s s s e s » s s e 2 s 2 s: 5 152 



50 55 



^ at-t ate acc gca get ggt gat atg ctg aag gac aat 240 
S cfs Lys Z S ™ Tnr La La 9 G1 y A* Met Leu Lys A s P A sn 



65 70 



„ =hr r-t-r att tac ttg gag aag acc tgt gac tgg 
K Tnr a" SS OS U. Leu -X ^ leS L 9 u Lys Thr Cys Asp Trp 

85 90 



288 



ctt ecg aaa ccg aac atg tct get tea tgc aag jj, ata jo tec 

Leu Pro Lys Pro Asn Met Ser Ala ser ^ys uy 
100 105 

^ ..t- ate ate ctg gac ate att aaa gga gaa atg age cgt cct 
y °r -u Pro Val S: 2 Lp lie XI. Lys Gly Qlu Met Ser A rg Pro 

ion 



384 



115 120 



rmf rtc aac etc tgc gag tct etc cag aag cac 432 

S S S 2 2 E £ 2 S. * - ~ - «■ «■ »'* 

nc 140 



130 135 



£ E E 2 2 E 2 5 = 2 E 2 2 2 - 2 

150 15 

E 2 S 2 S S E S E 2 2 2 E 2 2 ~ 



165 170 



etc etc etc tac cct cag gae ggc ecc cgc age aag ece cag cca aag 
Leu Leu Leu Tyr Pro Gin Asp Gly Pro Arg Ser Lys Pro Gin Pro Lys 

180 185 
gat aat ggg gae gtt tgc cag gae tgc att cag atg gtg act gac ate 



480 



528 



576 



624 



m «» ol, »P ou. »P cy U. «» "« v,l ttr A.P n« 

S £ S 2 S 2 2 2 £ S S 2 2 2 S =' 6,2 



215 220 
210 ^ 



720 



^t- aar cac eta age cct ggc atg gee gac ata 

2 £ 2 2 2 2 2 5 ~ S» in °» »« ~ - S«„ 

230 

™ „ « r ~ = = - = - s S 2 2 2 S 

Cys Lys Asn Tyr He Ser Gin lyr ^ 255 
245 2bU 

2 sr. £ 2 2 2 2 £ 2 2 2 2 2 2 2 2 



260 265 



„ =*-r, mo act ctq qtc ccc gec aaa gtg gec 864 
gag gtg aaa gag atg ccc atg cag act ctg g 9 ^ ^ 

Glu Val Lys Glu Met Pro Met Gin Tnr Leu vax 
275 280 

„ f atc atc cct gec ctg gaa ctg gtg gag ccc att aag aag 912 
til Z Zl vax Xle Pro La Leu Glu Leu Val Glu Pro Xle Lys Lys 



290 295 



960 



cac gag gtc cca gca aag tct gat gtt tac tgt gag gtg tgt gaa ttc 
His Glu Val Pro Ala Lys Ser Asp Val Tyr Cys Glu va y ^ 
305 310 3 

2 S 2 = S 2 2 = S 2 = = 5 = = 2 - 

K 2 2 2 S 2 2 2 2 2 2 2 2 2 2 2 

340 345 



2 2 2 2 2 2 2 2 2 2 2 2 Z 2 2 2 ™* 



355 360 



2 S 2 2 2 2 2 !S 2 2 2 2 2 2 2 2 

nc JO" 



370 375 



2 2 2 2 2 5 = S 2 2 E 2 2 2 2 S - 

390 

2 2 2 2 2 S 5 » S c . 2 S 2 2 2 2 2 1248 



53 



4 * 

405 

ggt tat tt9 S .t cgc aac ct g gag aaa aac age acc aag eg jj ate 12*6 

Tyr Leu Asp Arg Asn Leu Glu Lys Asn Ser Thr y ^ 



420 425 



= s s = s e s s = = = = = = ~ = ,3 " 



435 440 



- = s s = s s = = s = = s 2 " : = " S2 



450 455 



S 2 S S S E E E E * f-I - S E S 5 

465 470 

aaa ccc ttq ttg gga act gag aag tgt ata 1488 

K SI E 2 E E E E - & - - - 3; 

485 490 



S S E E E 5 E S E S E S E E E E 1516 



500 505 



aat get gte gag eat tgc aaa cgc cat gtg tgg aac taggaggagg "82 
A sn Ala Val Glu His Cys Lys Arg His Val Trp Asn 

515 520 
aatattccat ettggcagaa aeeacagcat tggttttttt cta=ttgt g t gtctgggg.a 1642 
atgaaegcac agatctgttt gaetttgtta taaaaatagg gctccceeac ctcceccatt 1702 
tetgtgtcct ttattgtage attgetgtct gcaagggage ecetagecec tggeagaeat 1762 
agctgettca gtgeecettt tetetctget agatggatgt tgatgcaetg gaggtetttt 1822 
agcctgccct tgcatggcge ctgctggagg aggagagage tetgetggea tgagccaeag 1882 
tttcttgact ggaggceatc aaccetcttg gttgaggeet tgttctggec etgaeatgtg 1942 
cttgggeaet ggtgggectg ggettetgag gtggcetcet gcectgatca gggaccctcc 2002 
cegctttcet gggectetea gttgaaeaaa geagcaaaac aaaggcagtt ttatatgaaa 2062 
gattagaagc etggaataat caggcttttt aaatgatgta attcccactg taatagcata 2122 
gggattttgg aagcagctgc tggtggcttg ggaeatcagt ggggceaagg gttetctgtc 2182 
C ctg g ttcaa ctgtgatttg getttcccgt gtctttcetg gtgatgeett gtttggggtt 2242 
ctgtgggttt gggtgggaag agggcaatet gectgaatgt aacctgetag ctctecgaag 2302 



6* 



gC cc tg c ggg cct gg ctt g t gt9 a g c g t gt gg aca gtgg t gg cc g = g ct g t g cct g =tc g 2362 
tgttg cctac at g tccct gg ct g tt g a gg = g ct g cttca g cct.cacccc tcccttgtct 2422 
cata.at.ct cctttt g acc ttttcaaata aatat gg at g g c g a g ctcct a gg cctct gg 24S2 
cttcct gg ta g a gggCgg ca tg =c g aa gg g t ct g ctc gg t g t gg att gg a t g ct gggg t g 2542 
tgggg gtt gg aa g ct g tct g t gg cccactt ggg cacactt ggg cacccac g cttct g tcc 2602 
.cttctggtt 3 cca ggag ac a.caa.caaa cat g aa g tt g ctattaaat. 2662 

g acttc gtg a tttttgtttt g cactaaa g t ttetgtg-tt taacaataaa att=t gt ta g 2722 

2749 

ccagaaaaaa aaaaaaaaaa aaaaaaa 

<210> 23 
<211> 524 
<212> PRT 

<213> Homo sapiens 

MetVAla Leu Phe Leu Leu Ma Ser Leu Leu Qly Ma Ma Leu Ma 

5 10 
J. 

Qly Pro val Leu Qly Leu Lys Glu Cys Thr Ar g Gly Ser Ala Val Trp 

20 25 

Cys Gin Asn val Lys Thr Ala Ser Asp Cys Gly Ma Val Lys His Cys 

35 40 " 

Le u Gin Thr Val Trp Asn Lys Pro Thr Val Lys Ser Leu Pro Cys Asp 

50 55 60 

lie Cys Lys Asp Val Val Thr Ma Ma Gly Asp Met Leu Lys Asp Asn 

65 ™ " 

Ala Thr Glu Glu Glu lie Leu Val Tyr Leu Glu Lys Thr Cys Asp Trp 

85 90 

„ oh -„ al , ser Cys Lys Glu lie Val Asp Ser 
Leu Pro Lys Pro Asn Met Ser Ala &er Lys ^ 



100 105 



Tyr Leu Pro Val lie Leu Asp He lie Lys Gly Glu Met Ser Ar 3 Pro 

ion l^o 

115 

Gly Glu val Cys Ser Ma Leu Asn Leu Cys Glu Ser Leu Gin Lys His 
130 " 5 140 

A la Glu Leu Asn His Gin Lys Gin Leu Glu Ser Asn Lys He Pro 

155 



Leu 
145 



150 



56 



0lu Leu ASP Met Thr GXu VaX VaX Ma Pro Phe Met Ma A sn XXe Pro 

165 X/U 
L eu Leu Leu Tyr Pro GXn Qly - Arg Ser Lys Pro GXn Pro Lys 

180 185 
ASP A sn GXy A sp VaX Cvs Oln A sp C Y s xl. GXn Met VaX Thr .sp He 
195 200 



ain Thr A la val A rg Thr A sn Ser Thr Phe VaX GXn A Xa Leu Val GXu 

210 215 
His VaX Lys Glu Glu Cys A s P A rg Leu Gly Pro GXy Met A Xa ^p II. 
225 230 

Cys Lys A sn Tyr XXe Ser GXn Tyr Ser GXu XXe A Xa XXe GXn Met Met 

245 2bU 

Met His Met GXn Pro Lys GXu XXe Cys A Xa Leu VaX GXy Phe Cys A sp 

260 265 
Glu vaX Lys GXu Met Pro Met GXn Thr Leu VaX Pro Ma Lys VaX A Xa 

275 280 
Ser Lys A sn VaX XXe Pro Ma Leu GXu Leu VaX GXu Pro XXe Lys Lys 

290 295 
His GXu VaX Pro Ma Lys Ser A sp Val Tyr Cys GXu VaX Cys GXu Phe 
305 3±U 

L eu VaX Lys GXu VaX Thr Lys Leu XXe A sp A sn A sn Lys Thr GXu Lys 

325 330 

Olu IXe Leu A sp Ma Phe A sp Lys Met Cys Ser Lys Leu Pro Lys Ser 

340 345 
L eu Ser Glu GXu Cys Gin Glu Val Val A sp Thr Tyr GXy Ser Ser XXe 

355 360 3 

Leu Ser XXe Leu Leu GXu GXu VaX Ser Pro Glu Leu VaX Cys Ser Met 

370 375 

Le u His Leu cys ser GXy Thr Arg Leu Pro Ma Leu Thr VaX His VaX 

385 390 3 " 

Thr GXn Pro Lys A sp GXy Gly Phe Cys Glu Val Cys Lys Lys lju Val 

405 410 

Gly Tyr Leu A sp A rg Asn Leu Glu Lys A sn Ser Thr Lys GXn GXu XXe 

420 425 
L eu Ma Ma Leu Glu Lys Gly Cys Ser Phe Leu Pro A sp Pro Tyr Gin 



5G7 



435 



440 



445 



Lys 



He Leu 
465 



01n cy. *=P «. * - «■ - - « - " "* 

450 455 

0rn <. pr phe Val Cys Leu Lys He Gly 
Val Glu Val Met Asp Pro Ser Phe va^ y ^ 



470 



Ala Cys Pro Ser Ala His Lys Pro Leu 



Leu Gly Thr Glu Lys Cys He 



485 



490 



495 



Trp Gly Pro Ser Tyr Trp Cys Gin Asn 



Thr Glu Thr Ala Ala Gin Cys 



500 



510 



Asn Ala val Glu His Cys Lys Arg His Val Trp Asn 

515 520 



<210> 24 
<2H> 80 
<212> PRT 

<213> Artificial Sequence 

<220> ^ artificial Sequence: Artificial 

<223> Description of Artiticiaj. oe* 

Peptide Sequence 
£°LTv*l Tyr Cy- Olu val cys Glu Phe Leu Val Lys Glu Val Thr 

Ly s Leu Xle Asp Asn Asn Lys T h r Glu Lys Glu Xle Leu Asp Ala Phe 

20 2b 

MP , y , « cy- « W - » - ~ "~ S " ^ - 

01u v,! m W 01, S« 9 ,r .1. L.u «J U. - «« 

50 55 

i r wai rvs Ser Met Leu His Leu Cys Ser Gly 
Glu Val Ser Pro Glu Leu Val Cys Ser ^ 80 

65 70 



<210> 25 

<2H> 12 

<212> PRT 

<213> Artificial 

<220> 



Sequence 



51 



; (7 



<223> Description of Artificial Sequence: 
Peptide Sequence 



Artificial 



<220> 
<221> 
<222> 
<223> 



X at 
X at 



PEPTIDE 

x[t position 3, 11 and 12 is any amino acid; 
position 6 is any amino acid, but not L or R; 
position 8 and 10 is a charged amino acid; and X 
at position 9, when present is a charged residue 



<400> 25 v ^ Va , 

Leu lie Xaa Asn Asn Xaa Thr Xaa Xaa Xaa Xaa Xaa 

1 5 10 



5% 



